Micropropagation of diverse willow genotypes to
enable rapid GS-based breeding
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Introduction

Short rotation coppice (SRC) willow Is an important source of renewable carbon for bioenergy and biofuels.
Genomic selection tools for accelerated breeding of SRC willow and improving selection for complex traits such
as yield are being developed at Rothamsted, allowing improved varieties to be brought to market faster. A
limitation of faster breeding schemes is the reduced availability of planting material (woody cuttings) In the early
phases. Implementation of micropropagation could save around 4-5 years by significantly reducing the time
required to generate the number of plants needed to carry out multisite yield tests.

Methods

We are assessing micropropagation responses through
nodal segment culture In a diverse range of willow
genotypes, buillding on efficient tissue-culture
propagation methods established previously In our
laboratory (Palomo-Rios et al, 2015). Various factors
affecting multiplication rate and growth in vitro are being
assessed In 30 diverse willow genotypes.
Micropropagation traits measured Iinclude rooting and
shooting responses, shoot length, and number of nodes.
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